












[10:25 19/2/2011 Bioinformatics-btr025.tex] Page: 843 837–843

Efficient simulation of carcinogenesis

Haseltine,E.L. and Rawlings,J.B. (2002) Approximate simulation of coupled fast
and slow reactions for stochastic chemical kinetics. J. Chem. Phys., 117,
6959–6969.

Iwasa,Y. et al. (2004) Stochastic tunnels in evolutionary dynamics. Genetics, 166,
1571–1579.

Iwasa,Y. et al. (2005) Population genetics of tumor suppressor genes. J. Theor. Biol.,
233, 15–23.

Jones,S. et al. (2008) Core signaling pathways in human pancreatic cancers revealed
by global genomic analyses. Science, 321, 1801–1806.

Knudson,A.G. (1971) Genetic instabilities in human cancers. Proc. Natl Acad. Sci. USA,
68, 820–823.

Lengauer,C. et al. (1998) Genetic instabilities in human cancers. Nature, 396, 643–649.
Li,T. (2007) Analysis of explicit tau-leaping schemes for simulating chemically reacting

systems. Multiscale Model. Simul., 6, 417–436.

Michor,F. et al. (2004) Dynamics of cancer progression. Nat. Rev. Cancer, 4,197–205.
Moran,P. (1958) Random processes in genetics. Math. Proc. Camb. Phi. Soc., 54, 60–71.
Parsons,D.W. et al. (2008) An integrated genomic analysis of human glioblastoma

multiforme. Science, 321, 1807–1812.
Rouzine,I.M. et al. (2003) The solitary wave of asexual evolution. Proc. Natl Acad. Sci.

USA, 100, 587–592.
Schweinsberg,J. (2008) The waiting time for m mutations. Electron. J. Probab., 13,

1442–1478.
Sjöblom,T. et al (2006) The consensus coding sequences of human breast and colorectal

cancers. Science, 314, 268–274.
Tomlinson,I. et al. (1996) The mutation rate and cancer. Proc. Natl Acad. Sci. USA, 93,

14800–14803.
Wood,L.D. et al. (2007) The Genomic landscapes of human breast and colorectal

cancers. Science, 318, 1108–1113.

843

 at E
T

H
-B

ibliothek on M
arch 22, 2011

bioinform
atics.oxfordjournals.org

D
ow

nloaded from
 

http://bioinformatics.oxfordjournals.org/

